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Comment
Thiadiazole are a class of heterocyclic compounds having a five membered ring. They occur in nature and are predominant among all types of pharmaceuticals, agrochemicals and veterinary products (El-Sabbagh et al., 2009) . The amino and mercapto groups in thiadiazole are readily-accessible nucleophilic centers. 1,3,4-Thiadiazole exhibit a wide spectrum of biological activities (Bernard et al., 1985) . Due to the presence of the -N-C-S moiety (Kalluraya et al., 2004) , they are found to be used as antibacterial, antimicrobial and anti-inflammatory agents (Chandrakantha et al., 2010) . Antibacterial and antifungal activities of the azoles are most widely studied and azoles are also used as antimicrobial agents. Herein we report the crystal structure of the title 1,3,4-thiadiazole derivative, (I).
The molecule of (I) ( Fig. 1 ) is twisted with a dihedral angle between the 1,3,4-thiadiazole and benzene rings being 83.63 (12)°. Atoms C3, S2, C4 and C5 lie nearly on the same plane with r.m.s. 0.0517 (5) Å and the torsion angle C3-S2-C4-C5 = 172.25 (18)°. The mean plane through C3/S2/C4/C5 makes the dihedral angles of 9.02 (15) and 75.92 (16)°w ith the 1,3,4-thiadiazole and benzene rings, respectively. The methoxy group is slightly deviated with respect to the attached benzene ring with the torsion angle C11-O1-C8-C9 = 4.2 (4)°. The bond distances are of normal values (Allen et al., 1987) and are comparable with the related structure (Wang et al., 2010) .
In the crystal packing ( Fig. 2) , the molecules are linked by C1-H1B···N1 weak interactions (Table 1) and stacked along the c axis. S···N [3.340 (2) Å] short contacts (symmetry codes: x, 1/2 -y, 1/2 + z and x, 1/2 -y, -1/2 + z) are presented in the crystal.
Experimental
The title compound was synthesized by adding 4-methoxybenzylbromide (3.02 g, 0.0151 mol) dropwise to a stirred solution of 5-methyl-1,3,4-thiadiazole-2-thiol (2.00 g, 0.0151 mol) and anhydrous potassiumcarbonate (4.16 g, 0.03 mol) in dry acetonitrile (50 ml) at room temperature and the reaction mixture was stirred at room temperature for 5 h. After the completion of reaction, the reaction mixture was filtered and the filtrate was concentrated. The crude product was recrystallized with hot ethanol to afford the title compound as yellow solid (2.00 g, yield 57%). Yellow plate-shaped single crystals of the title compound suitable for x-ray structure determination were recrystalized from ethanol by the slow evaporation of the solvent at room temperature after several days (m.p. 413-415 K).
Refinement
All H atoms were positioned geometrically and allowed to ride on their parent atoms, with d(C-H) = 0.93 Å for aromatic, 0.97 Å for CH 2 and 0.96 Å for CH 3 atoms. The U iso (H) values were constrained to be 1.5U eq (C) for methyl H atoms and 1.2U eq (C) for the remaining H atoms. A rotating group model was used for the methyl groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
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